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The SNS hypothesis for a primeval genetic code and the origin of life

Kenji Ikehara

Abstract
We have previously provided the SNS hypothesis (S indicates either guanine or cytosine, and N is either of the

four bases) as a primeval genetic code. We have further speculated the GNC primitive genetic code, which is
composed of only 4 kinds of amino acids (Gly [G], Ala [A], Asp [D] and Val [V]) but competent enough to
encoding water-soluble globular proteins, as a more primitive one than the SNS code. Based on consideration of

an evolutionary pathway of the genetic code, we provide a novel hypothesis that life was originated from
“[GADV]-protein world” but not from the “RNA world” .
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The GNC Primitive Genetic Code
U C A G
G | Val | Ala| Asp| Gly | C
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The SNS Primeval Genetic Code
u C A G

Leu| Pro | His | Arg
Leu| Pro| GIn | Arg
Val | Ala | Asp| Gly
Val | Ala | Glu | Gly
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The Universal Genetic Code
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